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Introduction

Malaria is one of the most dangerous and fatal diseases at the global level. Statistics of last year 2021
show that about 241 million infection cases have been registered globally; 627,000 of whom died (in
85 countries) most of them were children in Africa, Asia, and Latin America.

According to the World Health Organization (WHO): "The global community recommitted to malaria
in the late 1990s and, as a result, an estimated 2.2 billion cases and 12.7 million deaths have been
prevented over more than two decades.

But after years of steady declines, progress has stalled. Today, malaria claims an estimated 1 life every
minute, with most deaths occurring in the WHO African Region." (WHO, 2025).

Links below represent important resources by the WHO about Malaria, relevant statistics and efforts
made into fighting the disease:
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* https://www.who.int/teams/global-malaria-programme

Genome of the Anopheles gambiae

The genome of the mosquito, Anopheles gambiae, image 1, represents the complete sequence of the
nucleotides encoding the insect's organelle and gene loci. This genome can be explored on the
EnsEMBL Genome Explorer system and at the Genbank database, at the links below:
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* Anopheles gambiae genome at the EnsEMBL explorer. - See also image 3

* Anopheles gambiae genome at the Genbank database.

Proteom of the Anopheles gambiae

As for the proteome, it represents the actual executive version of the genome depending on cell types
and their locations in different tissues. The proteome provides an accurate understanding of how a
genome works.

Exploration and study of the mosquito proteome data are available forn the UniProt database at the
following link:
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It is worth to note that the genomic and proteomic data and related analysis has the potential to guide
efforts to obtain promising and effective and successful drugs.
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For even more reading in the subject, refer to the following links:
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@ What's Genome ?
< What's Proteome ?
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Image 2. An African family victim of
Malaria

Image 1. The mosquito Anopheles gambiae; the
principal vector of malaria.
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Image 4. The proteome of the malaria-
carrying mosquito Anopheles gambiae
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Irﬁage 3. The genome of the malaria-carrying
mosquito Anopheles gambiae
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